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Name : at 

Name: bn 

Name : bv 

Name : gh 

Name : le 

Name : eg 



Len: 
Len: 
Len: 
Len: 
Len: 
Len: 



162 
162 
162 
162 
162 
162 



Check: 5339 

Check: 8426 

Check: 6644 

Check: 7625 

Check: 951 

Check: 1715 



Weight : 
Weight : 
Weight : 
Weight: 
Weight : 
Weight : 



1.00 
1.00 
1.00 
1.00 
1.00 
1.00 



1 



50 



at MGEIGFTEKQ EALVKESWEI LKQDIPKYSL HFFSQILEIA PAAKGLFSFL 

bn mgeivftekq ealvkeswei lkqdipkysl hffsqileia paakdmfsfl 

bv MTFTEKD EALVKESWDI MKQNIPEYSL RFFSIILEIA PAAKNMFSFL 

gh mgftekq eglvkeswev lkqdiphssl rffslileia pgaknmfsfl 

le mgftdkq ealvrdswef mkqdipqlal rffslileia pvaknmfsfl 

eg maltekq eallkqswev lkqnipahsl rlfalileaa peskyvfsfl 

51 100 

at RDSDEVPHNN PKLKAHAVKV FKMTCETAIQ LREEGKWVA DTTLQYLGSI 

bn rdtdevphnn pklkahavkv fkmtcetaiq lrekgkwva dttlqylgsv 

bv RDSEEVPQNN PKLKAHAIKV FKMTCESAIQ LREKGEWVG ETTLKYLGAI 

gh reseeipqnn pklkahavkv fkmtcesaiq lrekgevvva dttlkylgtv 

le kdsdelpenn pklrahavkv fkmtcesaiq lrekgevvvg ettlkylgsi 

eg kdsneipenn pklkahaavi fkticesate lrqkghavwd nntlkrlgsi 

101 150 

at HLKSGVIDPH FEWKEALLR TLKEGLG.EK YNEEVEGAWS QAYDHLALAI 

bn hfksgvldph fewkealvr tlkeglg.ek yneevegaws kaydhlalai 

bv HLKNGV1DPH FEWKQALLR TIEEASG.DK WSEELKCAWS VAYDHLAAAI 

gh hvksgvkdph fewkeallr tieeaigeek wneemknawg eaydqlaeai 

le hlqkrvadph fewkeallr tvkeatg.nk wkdemkeaws eaydqlasai 

eg hlknkitdph fevmkgallg tikeai.ken wsdemgeav/t eaynqlvati 

151 162 

at KTEMKQEES- — 

bn kaemkqedsq kp 

bv KAEMKE* — 

gh kaemknhhde ta 

le kaemhaeaaa — 

eg kaemke — — 
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FIGURE 1 (continued) 
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SEQ ID NO 1: Xero2 cDNA 

tacaaaccacaaatttaagctattaatacactttctctgtcattttttgttgttccaattta 
gtttcttttcttttaaattaaaacaaaactatgacttttacagagaaagatgaagctttggt 
aaaagaatcatgggatataatgaagcaaaatatcccagaatacagccttcggtttttctcca 
taatattggaaattgctccagcagccaaaaatatgttctcatttttaagggattcagaggaa 
gttccacagaataatcccaagctgaaagctcatgcaatcaaggtttttaaaatgacatgtga 
atcagccattcaacttcgagaaaaaggtgaagtggttgtaggagagactacccttaaatatt 
tgggagctatccatttgaagaatggagtgattgatccccattttgaggttgtgaaacaagca 
ttattgagaaccatagaagaagcaagtggtgacaaatggagtgaagaattgaaatgtgcttg 
gagtgttgcctatgatcacttagctgcagccatcaaagctgagatgaaggaataggtagctt 
agttctcagtcgccaaaagtattactctaaaaatattgaataaatattcttattgtttttga 
ggggaaattattgttattgttgattctgactcacttatttatccgagtgacttgatatggtg 
ctttttcttgccttattattgattagcaagaaggaaatcaaattcataattattggtttaac 
catgtaatagtgcatattaattgtgataaaaccttggtgatatatgtaccttattgcaaatt 
taaaataatattccctcggtctttcattttaaaaaaaaaaaaaaaaaaaaaaaa 



SEQ ID NO 2 : Xero2 deduced protein sequence 

MTFTEKDEALVKE SWD IMKQN I PEY SLRFF S I ILE I AP AAKNMF SFLRDS E E VPQNNPKLKA 
HAIKVFKMTCESAIQLREKGEVWGETTLKYLGAIHLKNGVIDPHFEWKQALLRTIEEASG 
DKWSEELKCAWSVAYDHLAAAIKAEMKE 



SEQ ID N03: Arabldopsis thaliana class 2 non-symbiotic 
haemoglobin (GLB2) , cDNA 

attgaataccatatatatatagatacacagacatataaacacacaaatattcgtgttttttt 
caaactgtgagagaaaaagaaagagagaaagagatgggagagattgggtttacagagaagca 
agaagctttggtgaaggaatcgtgggagatactgaaacaagacatccccaaatacagccttc 
acttcttctcacagatactggagatagcaccagcagcaaaaggcttgttctctttcctaaga 
gactcagatgaagtccctcacaacaatcctaaactcaaagctcatgctgttaaagtcttcaa 
gatgacatgtgaaacagctatacagctgagggaggaaggaaaggtggtagtggctgacacaa 
ccctccaatatttaggctcaattcatctcaaaagcggcgttattgaccctcacttcgaggtg 
gtgaaagaagctttgctaaggacattgaaagaggggttgggggagaaatacaatgaagaagt 
ggaaggtgcttggtctcaagcttatgatcacttggctttagccatcaagaccgagatgaaac 
aagaagagtcataaaaccctattgatcatttgggtatcgcatacatgaatctattccacata 
catgatacacatatacgtgtttctgtgtgtgtactatgttgctctctgactttctacagttc 
actattttaattataaagaaggatcttgtgctatcattagggagatacgtgatactgtagtt 
cttcttgaaattgttattcgtgagaaatatcatggtttgaagtatttattttcacaagatgg 
atgttaacgtggggatcattttacaatcattctacaaataattttacttctc 

SEQ ID NO 4: Arabldopsis thaliana class 2 non-symbiotic 
haemoglobin (GLB2) , deduced protein sequence 

MGEIGFTEKQEALVKESWEILKQDIPKYSLHFFSQILEIAPAAKGLFSFLRDSDEVPHNNPK 
LKAHAVKVFKMTCETAIQLREEGKVWADTTLQYLGSIHLKSGVIDPHFEWKEALLRTLKE 
GLGEKYNEEVEGAWSQAYDHLALAIKTEMKQEES 
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SEQ ID NO 17: Brassica napus class 2 non-symbiotic hemoglobin 
(GLB2) cDNA sequence 

atgggagagattgtgtttacggagaagcaagaagctttggtgaaggagtcttgggagatact 
aaagcaagatatccccaaatacagtcttcacttcttctcacagatactggagatagcaccag 
cagcaaaggacatgttctctttcctaagagacacagatgaagtccctcataacaatcctaaa 
ctcaaagctcatgctgttaaagtcttcaagatgacatgtgagacagcaatacagctgaggga 
gaaaggaaaggtagtggtggctgacacaaccctccaatacttgggctctgttcatttcaaga 
gcggtgttcttgatcctcactttgaggtggtgaaagaggcattggtgaggacactgaaagaa 
gggttgggggagaagtacaatgaagaagtggaaggagcttggtccaaggcttatgatcactt 
ggctttagccattaaggccgagatgaaacaagaagactcacaaaaaccctaa 

SEQ ID NO 18: Brassica napus class 2 non-symbiotic hemoglobin 
(GLB2) , deduced protein sequence 

MGEIVFTEKQEALVKESWEILKQDIPKYSLHFFSQILEIAPAAKDMFSFLRDTDEVPHNNPK 
LKAHA VKVFKMTCE T AI Q LRE KGKVVVADT TLQ Y L G S VHF KS GVL D P HFE WKE AL VRTLKE 
GLGEKYNEEVEGAWSKAYDHLALAIKAEMKQEDSQKP 

SEQ XD NO 19: primer prm05458 

ggggaccactttgtacaagaaagctgggtcaaatgatcaatagggtttta 
SEQ ID NO 20: primer prm06122 

ggggacaagtttgtacaaaaaagcaggcttaaacagtgagagaaaaagaaagagaga 
SEQ XD NO 21: primer prm05447 

ggggacaagtttgtacaaaaaagcaggcttaaacaatggctctcgtggaggata 
SEQ XD NO 22: primer prm05448 

ggggaccactttgtacaagaaagctgggtgatcatggaggtggagcag 
SEQ ID NO 23: primer prm06021 

ggggacaagtttgtacaaaaaagcaggcttaaacaatgacttttacagagaaagatgaagct 
tt 

SEQ ID NO 24: primer prm06022 

ggggaccactttgtacaagaaagctgggtctaagctacctattcctt cat ct cage 
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